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Figure 8B. Optimization of homology box size 
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PCR 



— — 

vS • 

* • 

m 1 

N * 

OR 



o 



Denature/reanneal 



Figure 14 



1 2 3 



C 

m 

si 

P 

O 
08 

O 
O 



metB 
(672bp) 



N1 



N3 



N4 



N2 



Figure 15 



rv 

si 

® 

o 
m 

N' 
O 

o 



